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Cun-Shuan Xu, Heng-Yi Shao, and Bin Du Study on correlation of signal molecule genes and their receptor-associated genes 
with rat liver regeneration 505 


Eric Bonnivard, Olivier Catrice, Juliette Ravaux, Spencer C. Brown, and Dominique Higuet Survey of genome size in 28 
hydrothermal vent species covering 10 families 524 


L. Ayala-Navarrete, E. Tourton, A.A. Mechanicos, and P.J. Larkin Comparison of Thinopyrum intermedium derivatives 


carrying barley yellow dwarf virus resistance in wheat 537 
S.D. Gandhi, V.K. Kishore, J.M. Crane, M.B. Slabaugh, and S.J. Knapp Selection for low erucic acid and genetic mapping 

of loci affecting the accumulation of very long-chain fatty acids in meadowfoam seed storage lipids 547 
Hanan Sela, Jianping Cheng, Yan Jun, Eviatar Nevo, and Tzion Fahima Divergent diversity patterns of NBS and LRR 

domains of resistance gene analogs in wild emmer wheat populations 557 


Harpinder S. Randhawa, Jaswinder Singh, Peggy G. Lemaux, and Kulvinder S. Gill Mapping barley Ds insertions using 
wheat deletion lines reveals high insertion frequencies in gene-rich regions with high to moderate recombination rates 
TECHNIQUES / TECHNIQUES 


Humphrey Wanjugi, Devin Coleman-Derr, Naxin Huo, Shahryar F. Kianian, Ming-Cheng Luo, Jiajie Wu, 
Olin Anderson, and Yong Qiang Gu Rapid development of PCR-based genome-specific repetitive DNA junction markers 
in wheat 


July / Juillet 


ARTICLES / ARTICLES 


L. Mei, X.Z. Cheng, S.H. Wang, L.X. Wang, C.Y. Liu, L. Sun, N. Xu, M.E. Humphry, C.J. Lambrides, H.B. Li, and 
C.J. Liu Relationship between bruchid resistance and seed mass in mungbean based on QTL analysis 


Rodrigo Gonzalez-Romero, Juan Ausi6, Josefina Méndez, and José M. Eirin-Lopez Histone genes of the razor clam Solen 
marginatus unveil new aspects of linker histone evolution in protostomes 597 
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Yolanda Loarce, Maria Jestis Sanz, Maria Luisa Irigoyen, Araceli Fominaya, and Esther Ferrer Mapping of STS mar- 
kers obtained from oat resistance gene analog sequences 

Malgorzata Kaczmarek, Grzegorz Koczyk, Piotr A. Ziolkowski, Danuta Babula-Skowronska, and Jan Sadowski Com- 
parative analysis of the Brassica oleracea genetic map and the Arabidopsis thaliana genome 

P. Musoli, P. Cubry, P. Aluka, C. Billot, M. Dufour, F. De Bellis, D. Pot, D. Bieysse, A. Charrier, and T. Leroy Genetic 
differentiation of wild and cultivated populations: diversity of Coffea canephora Pierre in Uganda 


P.J. Maughan, T.B. Turner, C.E. Coleman, D.B. Elzinga, E.N. Jellen, J.A. Morales, J.A. Udall, D.J. Fairbanks, and 
A. Bonifacio Characterization of Salt Overly Sensitive 1 (SOS1) gene homoeologs in quinoa (Chenopodium quinoa Willd.) 


NOTE / NOTE 


Jie Xu, Michele Frick, André Laroche, Zhong-Fu Ni, Bao-Yun Li, and Zhen-Xiang Lu __ Isolation and characterization of 
the rye Waxy gene 


August / Aoit 


ARTICLES / ARTICLES 

Livinus C. Emebiri EST-SSR markers derived from an elite barley cultivar (Hordeum vulgare L. ‘Morex’): polymorphism 
and genetic marker potential 

Melinda A. Klein and Michael A. Grusak Identification of nutrient and physical seed trait QTL in the model legume Lotus 
japonicus 

Giandomenico Corrado, Maurizio La Mura, Orsola Ambrosino, Giuseppe Pugliano, Paola Varricchio, and Rosa Rao 
Relationships of Campanian olive cultivars: comparative analysis of molecular and phenotypic data 

R. Raman, H. Allen, S. Diffey, H. Raman, P. Martin, and K. McKelvie Localisation of quantitative trait loci for quality 
attributes in a doubled haploid population of wheat (Triticum aestivum L.) 

Andrea L. Blas, Qingyi Yu, Cuixia Chen, Olivia Veatch, Paul H. Moore, Robert E. Paull, and Ray Ming Enrichment of a 
papaya high-density genetic map with AFLP markers 

O.D. Anderson EST mining for structure and expression of genes in the region of the wheat high-molecular-weight glutenin loci 


September / Septembre 


ARTICLES / ARTICLES 


R.E. Knox, C.J. Pozniak, F.R. Clarke, J.M. Clarke, S. Houshmand, and A.K. Singh Chromosomal location of the cad- 
mium uptake gene (Cdu/) in durum wheat 

A. Sepsi, I. Molnar, and M. Molnar-Lang Physical mapping of a 7A.7D translocation in the wheat-Thinopyrum ponticum 
partial amphiploid BE-1 using multicolour genomic in situ hybridization and microsatellite marker analysis 

Zhenghua Xu, Yanzhou Xie, Dengfeng Hong, Pingwu Liu, and Guangsheng Yang Fine mapping of the epistatic suppressor 
gene (esp) of a recessive genic male sterility in rapeseed (Brassica napus L.) 

Sarika Gupta and Manoj Prasad Development and characterization of genic SSR markers in Medicago truncatula and their 
transferability in leguminous and non-leguminous species 

Matthew W. Blair, Monica Munoz Torres, Fabio Pedraza, Martha C. Giraldo, Hector F. Buendia, and Natalia Hurtado 
Development of microsatellite markers for common bean (Phaseolus vulgaris L.) based on screening of non-enriched, small-insert 
genomic libraries 

Mamta Singh, Ravindra Kumar, N.S. Nagpure, B. Kushwaha, Indra Mani, and W.S. Lakra_ Extensive NOR site poly- 
morphism in geographically isolated populations of Golden mahseer, Tor putitora 


M.S. Lopes, D. Mendonga, M. Rodrigues dos Santos, J.E. Eiras-Dias, and A. da Camara Machado New insights on the 
genetic basis of Portuguese grapevine and on grapevine domestication 


N.T.T. Nga, V.T.B. Hau, and Y. Tosa Identification of genes for resistance to a Digitaria isolate of Magnaporthe grisea in 
common wheat cultivars 


NOTE / NOTE 

Eun Mee Lee, Mee Yeon Hong, Man II Kim, Min Jee Kim, Hae Chul Park, Kee Young Kim, In Hee Lee, 
Chang Hwan Bae, Byung Rae Jin, and Iksoo Kim The complete mitogenome sequences of the palaeopteran insects 
Ephemera orientalis (Ephemeroptera: Ephemeridae) and Davidius lunatus (Odonata: Gomphidae) 


October / Octobre 
ARTICLES / ARTICLES 


Bode A. Olukolu, Taly Trainin, Shenghua Fan, Chittaranjan Kole, Douglas G. Bielenberg, Gregory L. Reighard, 
Albert G. Abbott, and Doron Holland Genetic linkage mapping for molecular dissection of chilling requirement and bud- 
break in apricot (Prunus armeniaca L.) 
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Contents / Sommaire 


Angelo Dewitte, Leen Leus, Tom Eeckhaut, Ives Vanstechelman, Johan Van Huylenbroeck, and Erik Van Bockstaele 
Genome size variation in Begonia 


M. Cavanna, D. Torello Marinoni, G.L. Beccaro, and G. Bounous Microsatellite-based evaluation of Ribes spp. germplasm 


Xue Gong, Sharon Westcott, Chengdao Li, Guijun Yan, Reg Lance, and Dongfa Sun Comparative analysis of genetic 
diversity between Qinghai-Tibetan wild and Chinese landrace barley 

Hong Guo, Sheng Sun, Bertrand Eardly, Turlough Finan, and Jianping Xu Genome variation in the symbiotic nitrogen- 
fixing bacterium Sinorhizobium meliloti 


E. Filiz, B.S. Ozdemir, F. Budak, J.P. Vogel, M. Tuna, and H. Budak Molecular, morphological, and cytological analysis 
of diverse Brachypodium distachyon inbred lines 


NOTE / NOTE 


Anastassia Tritonova and Peter B. Moens Evaluation of degenerating germ cells in normal juvenile mice 


November / Novembre 


ARTICLES / ARTICLES 
Marta Bombarova, Magda Vitkova, Marta Spakulova, and Bozena Koubkova Telomere analysis of platyhelminths and 
acanthocephalans by FISH and Southern hybridization 


M. Buti, T. Giordani, M. Vukich, L. Gentzbittel, L. Pistelli, F. Cattonaro, M. Morgante, A. Cavallini, and L. Natali 
HACRE], a recently inserted copia-like retrotransposon of sunflower (Helianthus annuus L.) 


Luigi Russi, Chiaraluce Moretti, Lorenzo Raggi, Emidio Albertini, and Egizia Falistocco Identifying commercially rele- 
vant Echinacea species by AFLP molecular markers 


E. Falistocco Presence of triploid cytotypes in the common fig (Ficus carica L.) 


Hakan Ozkan and Moshe Feldman Rapid cytological diploidization in newly formed allopolyploids of the wheat (Aegilops- 
Triticum) group 

Hamid Ashrafi, Matthew Kinkade, and Majid R. Foolad <A new genetic linkage map of tomato based on a Solanum 
lycopersicum x S. pimpinellifolium RIL population displaying locations of candidate pathogen response genes 

Joanne M. Hackett and Denise V. Clark Modifiers of Prat, a de novo purine synthesis gene, in Drosophila melanogaster 


NOTE / NOTE 
Charalambos Magoulas, Avin Jasim, and Luis Lopez de Heredia Prediction of novel isoforms of the mouse Mpv1!7! protein 


December / Décembre 


ARTICLES / ARTICLES 


Xiaoyu Kong, Xiaoli Dong, Yanchun Zhang, Wei Shi, Zhongming Wang, and Ziniu Yu = A novel rearrangement in the 
mitochondrial genome of tongue sole, Cynoglossus semilaevis: control region translocation and a tRNA gene inversion 

Santhosh Karanth, Eileen M. Denovan-Wright, Christine Thisse, Bernard Thisse, and Jonathan M. Wright Tandem du- 
plication of the fabp/b gene and subsequent divergence of the tissue-specific distribution of fabp/b./ and fabp/b.2 transcripts 
in zebrafish (Danio rerio) 

Melanie Febrer, Ed Wilhelm, Nadia Al-Kaff, Jonathan Wright, Wayne Powell, Michael W. Bevan, and 
Margaret I. Boulton Rapid identification of the three homoeologues of the wheat dwarfing gene Rht using a novel PCR- 
based screen of three-dimensional BAC pools 

Weidong Deng, Yuwen Tan, Xinyu Wang, Dongmei Xi, Yiduo He, Shuli Yang, Huaming Mao, and Shizheng Gao = Mole- 
cular cloning, sequence characteristics, and polymorphism analyses of the tyrosinase-related protein 2 / DOPAchrome tauto- 
merase gene of black-boned sheep (Ovis aries) 

Sonia Garcia, Teresa Garnatje, Jaume Pellicer, E. Durant McArthur, Sonja Siljak-Yakovlev, and Joan Vallés Ribosomal 
DNA, heterochromatin, and correlation with genome size in diploid and polyploid North American endemic sagebrushes 
(Artemisia, Asteraceae) 

Vasu Kuraparthy, Shilpa Sood, and Bikram S. Gill Molecular genetic description of the cryptic wheat—Aegilops geniculata 
introgression carrying rust resistance genes Lr57 and Yr40 using wheat ESTs and synteny with rice 


TECHNIQUES / TECHNIQUES 


Walter Durka Isolation and characterization of microsatellite loci for Euphorbia palustris (Euphorbiaceae) 
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